Additional  file 1. 
	Time point (hours)
	Total reads
	Genome mapped reads (%)
	Eukaryota ribosomal mapped reads (%)
	Bacteria ribosomal mapped reads (%)

	TF1 (1)
	21,846,994
	63.20
	13.68
	0.28

	TF2 (4)
	27,363,094
	57.84
	14.96
	0.57

	TF3 (7)
	26,447,084
	53.03
	13.29
	0.98

	TF4 (10)
	24,102,684
	85.19
	1.19
	0.08

	TF5 (12)
	18,632,984
	83.82
	1.36
	0.04

	TF6 (15)
	19,710,705
	80.14
	1.01
	0.05

	FL1 (3)
	27,842,955
	83.84
	1.60
	0.12

	FL2 (6)
	27,271,456
	80.18
	2.81
	0.41

	FL3 (9)
	30,057,838
	84.23
	1.29
	0.14

	FL4 (12)
	26,170,783
	81.92
	0.80
	0.12

	FL5 (15)
	24,027,846
	77.40
	2.21
	0.13

	FL6 (18)
	29,783,524
	77.68
	3.70
	0.22

	FL7 (21)
	27,055,657
	74.67
	3.62
	0.25

	Average
	25,408,738
	75.63
	4.73
	0.26

	TF: typical fermentation; FL: flocculated fermentation.
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