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Figure S1. ROC curve depicting the sensitivity and specificity at various GRO-seq read density cutoffs for gene activity. Sensitivity (true positive rate) and specificity (true negative rate) are calculated using high-confidence true positive genes (expressed genes; n=1,522) and true negative genes (non-expressed genes; n=2,046) from a published IMR90 microarray dataset26. The data point colored in red represents 5 reads/kb/mapability, which achieves the best combination of sensitivity and specificity, according to the maximal accuracy metric (Methods).
