	Additional data file 17. Enrichment of genes detected by BioConductor analysis by Hypergeometric test with p<0.0005

	

	Host effect - Found 232 genes or SNPs; 21 redundant probe sets excluded; 211 left

	 

	  Finding significant Gene Ontology clusters...

	    Found 4 "phosphoric ester hydrolase activity" genes in a cluster with 17 annotated genes (all: 687/31850, PValue: 0.000408)

	    Found 5 "hydrolase activity\, acting on ester bonds" genes in a cluster with 16 annotated genes (all: 1367/31850, PValue: 0.000425)

	 

	  Finding significant Chromosome clusters...

	    Found 5 "2 H4" genes in a cluster with 175 annotated genes (all: 118/37379, PValue: 0.000242)

	    Found 6 "4 E1" genes in a cluster with 175 annotated genes (all: 116/37379, PValue: 0.000019)

	 

	Infection effect - Found 167 genes or SNPs; 20 redundant probe sets excluded; 147 left

	 

	  Finding significant Gene Ontology clusters...

	    Found 48 "membrane" genes in a cluster with 90 annotated genes (all: 10764/31850, PValue: 0.000106)

	    Found 39 "membrane part" genes in a cluster with 90 annotated genes (all: 8454/31850, PValue: 0.000419)

	    Found 5 "lytic vacuole" genes in a cluster with 79 annotated genes (all: 258/31850, PValue: 0.000464)

	    Found 17 "transporter activity" genes in a cluster with 79 annotated genes (all: 2752/31850, PValue: 0.000353)
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	    Found 5 "lysosome" genes in a cluster with 79 annotated genes (all: 258/31850, PValue: 0.000464)

	    Found 31 "integral to membrane" genes in a cluster with 70 annotated genes (all: 7545/31850, PValue: 0.000119)

	    Found 31 "intrinsic to membrane" genes in a cluster with 70 annotated genes (all: 7564/31850, PValue: 0.000125)

	    Found 5 "vacuole" genes in a cluster with 68 annotated genes (all: 301/31850, PValue: 0.000467)

	    Found 5 "integral to plasma membrane" genes in a cluster with 18 annotated genes (all: 1199/31850, PValue: 0.000426)

	    Found 5 "intrinsic to plasma membrane" genes in a cluster with 18 annotated genes (all: 1220/31850, PValue: 0.000462)

	

	  Finding significant Chromosome clusters...

	    Found 5 "10 C1" genes in a cluster with 93 annotated genes (all: 254/37379, PValue: 0.000445)

	 


