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Additional file 3. Whole genome sequence-based Staphylococcus aureus clonal complex (CC5) phylogenetic tree. A maximum parsimony tree was generated from whole genome SNP profiles of Staphylococcus aureus isolates from the current study along with those from previous studies to evaluate potential poultry origins for the isolates colonizing hospitalized patients at Vidant Medical Center in 2011. Details of CC5 genomes used to characterize the isolates are given in Additional file 1.
