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 1 MetGlyGlyLysTrpSerLysSerSerValValGlyTrpProThrValArgGluArgMet

LAINefdd-12     1 ATGGGTGGCAAGTGGTCAAAAAGTAGTGTGGTTGGATGGCCTACTGTAAGGGAAAGAATG

LAINefdd-13     1 ATGGGTGGCAAGTGGTCAAAAAGTAGTGTGGTTGGATGGCCTACTGTAAGGGAAAGAATG

LAINefdd-14     1 ATGGGTGGCAAGTGGTCAAAAAGTAGTGTGGTTGGATGGCCTACTGTAAGGGAAAGAATG

LAI             1 ATGGGTGGCAAGTGGTCAAAAAGTAGTGTGGTTGGATGGCCTACTGTAAGGGAAAGAATG

                  ************************************************************




21 ArgArgAlaGluProAlaAlaAspGlyValGlyAlaAlaSerArgAspLeuLysAsnHis

LAINefdd-12    61 AGACGAGCTGAGCCAGCAGCAGATGGGGTGGGAGCAGCATCTCGAtcga-----------

LAINefdd-13    61 AGACGAGCTGAGCCAGCAGCAGATGGGGTGGGAGCAGCATCTCGAtcga-----------

LAINefdd-14    61 AGACGAGCTGAGCCAGCAGCAGATGGGGTGGGAGCAGCATCTCGAtcga----------- 

LAI            61 AGACGAGCTGAGCCAGCAGCAGATGGGGTGGGAGCAGCATCTCGAGACCTGGAAAAACAT

                  *********************************************   




41 GlyAlaIleThrSerSerAsnThrAlaAlaThrAsnLeuLeuCysAlaTrpLeuGluAla

LAINefdd-12       ------------------------------------------------------------

LAINefdd-13       ------------------------------------------------------------

LAINefdd-14       ------------------------------------------------------------

LAI           121 GGAGCAATCACAAGTAGCAATACAGCAGCTACCAATGCTGCTTGTGCCTGGCTAGAAGCA




61 GlnGluGluGluGluValGlyPheProValThrProGlnValProLeuArgProMetThr
LAINefdd-12       ---------------------------------------GTACCTTTAAGACCAATGACT

LAINefdd-13       ---------------------------------------GTACCTTTAAGACCAATGACT

LAINefdd-14       ---------------------------------------GTACCTTTAAGACCAATGACT

LAI           181 CAAGAGGAGGAGGAGGTGGGTTTTCCAGTCACACCTCAGGTACCTTTAAGACCAATGACT

                                                         *********************



     81 TyrLysAlaAlaValAspLeuSerHisPheLeuLysGluLysGlyGlyLeuGluGlyLeu

LAINefdd-12   241 TACAAGGCAGCTGTAGATCTTAGCCACTTTTTAAAAGAAAAGGGGGGACTGGAAGGGCTA

LAINefdd-13   241 TACAAGGCAGCTGTAGATCTTAGCCACTTTTTAAAAGAAAAGGGGGGACTGGAAGGGCTA

LAINefdd-14   241 TACAAGGCAGCTGTAGATCTTAGCCACTTTTTAAAAGAAAAGGGGGGACTGGAAGGGCTA

LAI           241 TACAAGGCAGCTGTAGATCTTAGCCACTTTTTAAAAGAAAAGGGGGGACTGGAAGGGCTA

                  ************************************************************



    101 IleHisSerGlnArgAspGlnAspIleLeuAspLeuTrpIleTyrHisTheGlnGlyTyr 

LAINefdd-12       A-----------------------------------------------------------

LAINefdd-13       A-----------------------------------------------------------

LAINefdd-14       A-----------------------------------------------------------

LAI           301 ATTCACTCCCAACGAAGACAAGATATCCTTGATCTGTGGATCTACCACACACAAGGCTAC
   *
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    121 PheProAspTrpGlnAsnTyrThrProGlyProGlyValArgTyrProLeuThrPheGly

LAINefdd-12       ------------------------------------------------------------

LAINefdd-13       ------------------------------------------------------------

LAINefdd-14       ------------------------------------------------------------

LAI           361 TTCCCTGATTGGCAGAACTACACACCAGGGCCAGGGGTCAGATATCCACTGACCTTTGGA



    141 TrpCysTyrLysLeuValProValGluProAspLyaValGluGlrAlaAsnLysGlyGlu

LAINefdd-12       ------------------------------------------------------------

LAINefdd-13       ------------------------------------------------------------

LAINefdd-14       ------------------------------------------------------------

LAI           421 TGGTGCTACAAGCTAGTACCAGTTGAGCCAGATAAGGTAGAAGAGGCCAATAAAGGAGAG



    161 AsnThrSerLeuLeuHisProValSerLeuHisGlyMetAspAspProGluArgGluVal

LAINefdd-12       ------------------------------------------------------------

LAINefdd-13       ------------------------------------------------------------

LAINefdd-14       ------------------------------------------------------------

LAI           481 AACACCAGCTTGTTACACCCTGTGAGCCTGCATGGAATGGATGACCCTGAGAGAGAAGTG



    181 LeuGluTrpArgPheAspSerArgLeuAlaPheHisHisValAlaArgGluLeuHisPro

LAINefdd-12       -----------------------------------------------------GCATCCG

LAINefdd-13       -----------------------------------------------------GCATCCG

LAINefdd-14       -----------------------------------------------------GCATCCG

LAI           541 TTAGAGTGGAGGTTTGACAGCCGCCTAGCATTTCATCACGTGGCCCGAGAGCTGCATCCG

                                                                       *******



    201 GluTryPheLysAsnCysEnd

LAINefdd-12       GAGTACTTCAAGAACTGCTGA

LAINefdd-13       GAGTACTTCAAGAACTGCTGA

LAINefdd-14       GAGTACTTCAAGAACTGCTGA

LAI           601 GAGTACTTCAAGAACTGCTGA

                  *********************
Figure S3. Alignment of the nef coding region of plasma viral RNA. 
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