                           Defb21

           aaggccgataaaactcttggccagattcatactgtacctgcgttccggatacctggatct   60
           actgtcctacctcccacgaaccATGAGGCTTCTGCTGATGGCTCTTCCTCTGCTTGCTCT  120
  Exon 1                         M  R  L  L  L  M  A  L  P  L  L  A  L  (13)
           TCTACCCCAAGTGATCCCAggtaacagaaccatgggaaattaccaaaatgaaggtccggt  180
            L  P  Q  V  I  P                                             (6)
           aggccctggactgtgtggctcctctccctaacacaccagcaccatttttctcactgagac  240
                                                                          //

           ccaggctcatagccattttatagcagtaacttaaaatcgttggtctctcctttggttatt  1200
           taGACTATAGTGCTGAGAAAAGATGCTTGAATAGATTGGGGCACTGCAAGAGAAAATGCA  1260
             D  Y  S  A  E  K  R  C  L  N  R  L  G  H  C  K  R  K  C  K  (20) 
           AAGCCGGGGAAATGGTCATGGAAACATGCAAATATTTCCAAGTCTGCTGCGTTCTGGACG  1320
             A  G  E  M  V  M  E  T  C  K  Y  F  Q  V  C  C  V  L  D  D  (20)
  Exon 2
           ACAACGACTACAAACAAAAGGCTTCCATCACGCGGACCATGGAGAAAACCTCTACAATAG  1380
             N  D  Y  K  Q  K  A  S  I  T  R  T  M  E  K  T  S  T  I  E  (20)
           AGTACAATCTGTCCTAAgacttcacggatggacttgacataatatagttgatggaaagat  1440
             Y  N  L  S  *                                                (4)
           aattaataaataaataaataaataaataaataaataaataaaaacctgagaggtgggtag  1500
           agagccctgtccctgaggtttatgatagttcctgactcatcagatgtcactcgctcctgt  1560
                           Defb24

           tgtccttcagtctgctggctgaccttgtacaaatcccccctgtcccaagtcaccacccac  60
           agccctgctgataagaggaggctcatccctacctcagcgaatgctgctcctattccctgc  120
           agcccagtcatcaccttcaccccgggagctgccgccATGAAGCTGGTTCTCCTGCTTCTT  180
                                               M  K  L  V  L  L  L  L    (8)
  Exon 1
           GCCATATTTGTGACAACGGAACTGGTAATGTCAggtaatatgggttctttacgggcctgg  240
           A  I  F  V  T  T  E  L  V  M  S                               (11)
           ggtcctgtccctgtatttttccatagtatagaatagagtttatttagggcatggggagga  300
                                                                          //
           tctttccctcctctctctttcccctctccctctcctccttcctccctccctccctctctc  5940
           tttctctctctctcttggtcaGGCAAAAATCCTACCCTTCAATGCATGGGCAACAGAGGA  6000
                                G  K  N  P  T  L  Q  C  M  G  N  R  G    (13)
           TTCTGTAGGCCTTCCTGCAAAAAGGGTGAACAGGCCTACTTCTACTGCAGAACTTACCAG  6060
           F  C  R  P  S  C  K  K  G  E  Q  A  Y  F  Y  C  R  T  Y  Q    (20)
  Exon 2   
           ATATGCTGCCTCCAGTCCCATGTGAGGATCAGCCTGACAGGCGTAGAGGACAACACTAAC  6120
           I  C  C  L  Q  S  H  V  R  I  S  L  T  G  V  E  D  N  T  N    (20)
           TGGTCTTATGAGAAACACTGGCCAAGAATACCGTGAatgctggtacgccatgcacagact  6180
           W  S  Y  E  K  H  W  P  R  I  P  *                            (11)
           tccagagaagctggccctgcagcctacctccttattaaaatgtatgcatctgacaatgtg  6240
                           Defb27

           gtccctgctgattacaaggaacaaggatccagagctcttgatctctgccttgtgccaaca  60
           ccctggatttcccgaagccATGAAGACTGCAGTATTAACTATGGTCCTGCTGCTGCTGCT  120
                              M  K  T  A  V  L  T  M  V  L  L  L  L  L   (14)
  Exon 1   
           GTCCCAGGTCATTCCAGGTaacctaaaccccttcagaggagggacagagttggagaatag  180
            S  Q  V  I  P  G                                             (6)
                                                                          //
           gttctggcgtagggAGCCCTGAAAAATGCTGGAAGTCTTTTGGTATCTGCCGTGAGGAGT  4800
                         S  P  E  K  C  W  K  S  F  G  I  C  R  E  E  C  (16)
           GCCTCAGGAAAGAGAAGTTCTACATCTTCTGCTGGGATGGCAGCCTGTGCTGTGTGAAGC  4860
             L  R  K  E  K  F  Y  I  F  C  W  D  G  S  L  C  C  V  K  P  (20)
  Exon 2
           CTAAGAATGTGCCCCAGTGGTCACAGAGTTCGGAGTAGCACTCTAGATCCCAAGGCCACA  4920
             K  N  V  P  Q  W  S  Q  S  S  E  *                          (11)
           gaaacgaaggtggacctaggcagaggtctgagctcggcagtttctggagcttcattaaag 4980
           cagctatggctggcttctgtgttcgcctctttgtatacagagtcaaatgtcagcaaaagg 4520
          Defb30
          agatgtccttgtccccaaaggttcactagccatgtacgtccttatatctagaaagctaca  60
          cagagagtgactttcctttgcacctcagatgactctttgctcgctggtttgactATGGGG  120
                                                                M  G    (2)
  Exon 1
          AGCCTACAGTTGATCCTTGTGCTCTTTGTCTTGCTCTCCGATGTTCCTCCAggtaaaatg  180
          S  L  Q  L  I  L  V  L  F  V  L  L  S  D  V  P  P             (17)
          aattcctttccttatggaattgggctatgaggttctgtaagacgaagacgaaggtggtgc  240
                                                                         //
          tttgattatgtagagtttcaacttaaaatgtatgaggtgccggaagtctaacttatcctt  1680
          ggccatgtgacactggaggacaataactatatattaacttttccccctctgtttgcaGTT  1740
                                                                   V     (1)
          AGAAGTGGAGTGAACATGTACATAAGACAGATTTACGATACATGCTGGAAACTAAAAGGG  1800
          R  S  G  V  N  M  Y  I  R  Q  I  Y  D  T  C  W  K  L  K  G    (20)
  Exon 2
          CATTGCAGGAATGTATGTGGAAAAAAAGAAATTTTTCACATTTTTTGTGGTACTCAATTT  1860
          H  C  R  N  V  C  G  K  K  E  I  F  H  I  F  C  G  T  Q  F    (20)
          CTGTGCTGTATAGAAAGAAAGGAAATGCCCGTTCTCTTCGTGAAGTAGctgtgagtatcc  1920
          L  C  C  I  E  R  K  E  M  P  V  L  F  V  K  *                (15)
          agggttcctctgggaattctgagacagtcagaatggacactgcaccctgtgtcctcttga  1980
          ttcctttgtccccagagtggagccacagggctggtgaacacgcagcaagcaagtttgctg  2040
          Defb36

          cgccactaactttgctctggacttgaagcttcgaagcttcgccttgggccttctcccacc  60
          ATGAAGCTCCTGCTGCTGACTTTGGCTGCGCTACTACTCTTGTCCCAGCTCACTCCAGGT  120
 Exon 1   M  K  L  L  L  L  T  L  A  A  L  L  L  L  S  Q  L  T  P  G    (20)
          aatgtagatctcctcagggaaggcgcctggtaggcaggtagggagaccctggccttgtca  180
                                                                         //

          tcctcccggccagggctgccctcttcttaccacgatctgctctgtcttctttgtatcagg  13320
          tGATGCTCAGAAATGCTGGAATCTCCACGGCAAGTGCCGTCACCGATGCTCCCGGAAGGA  13380
           D  A  Q  K  C  W  N  L  H  G  K  C  R  H  R  C  S  R  K  E    (20)
  Exon 2
          AAGCGTCTATGTCTACTGCACAAACGGGAAGATGTGCTGCGTGAAGCCCAAATACCAGCC  13420
           S  V  Y  V  Y  C  T  N  G  K  M  C  C  V  K  P  K  Y  Q  P    (20)
          GAAGCCGAAGCCGTGGATGTTCTAActgcccggaagccggaagcccagacgatgcagatg  13480
           K  P  K  P  W  M  F  *                                         (7)
          gccaagctgtcctaggctgaccccatggactcttgagctcagtcaataaatgtgcctgcc  13520
          caacctcaatgctgcccgctcatccacactagcagtgtttagtcaggggagtcagaatta  13580
