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B.

Additional data file 16. FatiGO (fast assignment and transference of information) analysis of genes with host effect (A) and infection x host effect (B) identified by BioConductor analysis. After exclusion of unknown and redundant probe sets, 106 out of 232 genes and 126 out of 167 genes were analyzed respectively. Transport-related categories were markedly overrepresented when compared with immune-related ones, recapitulating the results obtained by dChip analysis.
