[image: image1.jpg]FVB uninfected

FVB uninfected

984

FVE uninfected

r=0.900

FVE 9 dpi

SW urinfested

SW urinfested

(e

SW urinfested

0518

w9 dpi

sampe]

Fo i Fa 2 FaiFa2Fas

Fia_t Fia_2 Fid_3|

[Fa_t Fia_2 Fia_3|

s4.1/54 2 591 59 2)

[Sia_1/5i4 2 514 3|

Si9_1/5i9 258 :

Fat
Fi2
Fot
Fa2
Fas

700
[}
[
[
g7

100
[}
[
056

100
[}
057

100
[}

1.00)

Pt
Fi2
Fias

083
05
04

0%
084
05

08z
085
05

050
08
04

0.90]
03|
03|

700
[
04

100
[}

1.00)

ot
Fe2
Fes

08
050
[}

050
[
081

050
[
[}

08
050
01

090]
[
081

088
[
[}

054
083
058

0]
02|
05|

700
0%
g7

100
[

1.00)

EX]
si2
sa
sa2

054
g7
(X3
057

0%
[
g7
057

0%
[
g7
057

054
[
s
0

053]
[
05|
05|

08
[
[
088

08
081
081
[}

03]
02|
02|
03|

087
081
[
[}

088
050
[
081

03]
00|
[
01

700
0%
[
[}

100
0s7
[

100
[}

1.00)

EIX]
su2
su3

084
05
04

084
05
04

084
05
04

054
05
[}

03]
03|
02|

085
085
057

0%
0
g7

05|
0|
05|

084
08
081

082
081
08

0]
04
03|

054
05
04

0%
0%
081

0%
[}
081

03]
03|
01

700
0% 100
0% 057 100

EEX]
sa2

ses

0%
08
083

0%
[
083

05
[
[

083
[
08

09|
05|
02|

081
s

s

3
[
g7

05|
05|
os7]

0%
0%

0%

055
081
05

05|
03|
os7]

050
083
0%

052
[
[}

083
08
081

0]
[
03]

09 085 083
057 098 084

057 057 085

700
087 100
088 097 100





Additional data file 21. Correlation of raw intensities between biological replicates. 

Microarray results were tightly correlated between biological replicates within FVB mice groups (r between 0.96 to 0.99 for controls, 0.94 to 0.99 for 4 dpi, and 0.97 to 0.98 for 9 dpi). Samples from uninoculated SW mice were less tightly correlated in accordance with the outbred nature of the animals (r between 0.92 to 0.98 for controls, 0.96 to 0.99 for 4 dpi, and 0.97 to 0.98 for 9 dpi). The correlations between the control and infected mice were smaller and reflected the severity of the disease progression. Thus, comparison of 4 dpi and 9 dpi FVB mice with the uninoculated controls or between each other resulted in r between 0.90 to 0.95, 0.89 to 0.92, and 0.88 to 0.96 respectively. Similar comparisons in SW mice lead to higher correlations (r between 0.91 to 0. 94, 0.90 to 0.96, and 0.93 to 0. 97 for 4 dpi and 9 dpi mice compared with controls or between each other) in accordance with the subclinical disease in the outbred animals. None of the correlations was substantially low (all r were higher than 0.85) indicating that 9 days of infection did not robustly change global gene expression profile.

A. Representative examples of array-to-array correlations between uninoculated and infected animals within the same genetic group. 

B. Correlation matrix with r values for all array-to-array comparisons. 

The following code for individual samples was used: F or S correspond to FVB or SW lines; “i” indicates infection status, 4 and 9 represent 4 and 9 dpi respectively, and “_1”, “_2”, and “_3” specify biological replicate. 
