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Gene Ortalagy
Protein Damain
Patiuay
Chromasame

1447745 2, squaporin 4
1425582 3 =, squaporin 4
1434443 3, squaporin 4
1427767 3.1, oyatic fbrasis transmembrane canductance regulstor homolog
1455563 . Caleiumicalmoduin depandart protein kinase I beta
1480214 . adkosine AZb receptr
1434430 =_m, adnosine AZb receptor
1434431 o, adknosin AZ5 receptor
1417500 . solura arier family 15 (H peptida transporter), member 2
1451802 . zoring nexin &
1435162 . pretain kinsse, cGP -dependat, ype |
4417522 . sauss carier family 12, mambar 2
1435045 3., potassium irermdiste/eml canductance caleium-sctivated channl, subamily N,
1445760 . solns oarier family 12, mamber 2
1422509 . arachidorate 12. ipoxygenase.
4417523 . salute carier famity 12, mambar 2
1422134 . FB) astessarcama oncagen B
1422000 2, ATP ase, N3t A+ wransporiing, beta 2 polypeptide
1435145 2, ATP asa, Nas A+ transporing, beta 2 polypeptide
1412475 . zodium channl, nomvahiage.qated 1 beta
1425065 . zodium channl, nonvaitage-aated, type | spha
1453151 2, scuts carier family 25, mambar 3
1437253, solua sarrier family 8 (sodiumiydrogen exshanger), membar 2
143130 . RIKEN cDNA 20101107 08 gene
1415133 . carbonio anhydrase 1
1425505 . solue arrier family 5 iodide transportar), member 5
1415343 . solta arrier family 15 (oligopepide ransporter), member 1
1417525 . squaporins
1427547 3., soline carriar family 26, member 3
1421445 2, saluns oarrier family 26, mamber 3
1420467 =_, solune carriar family 25, member 3
1415004 2 o, oarbonio anhydrase 4
1445843, oarbonio annydrase 4
1450382 2, solue arrier family 9 (sodium ydrogen exshangen), soform 3 ragulator 1
1438115 3., solis carriar family G (sodum/hyarogen exchangar). isoform 3 reguiztor 1
1438116 o, z0lute carriar family G (sodiumihydrogen exchangan). izoform 3 reguiator 1
1449475 a1 ATP ase, H s transporiing, nongastrio, alpha polypeptide
1420673 = =, oyatic fbrosi= tranamembrans candustance reguistor homolog
1441235 2, soluta oarrer family © (sodumihydrogen exshanger), membar 3





Additional data file 19. Hierarchical clustering of genes discussed in text as potentially contributing to development of intestinal ion disturbances and diarrhea. 
Red and green colors indicate up- and downregulation respectively.

